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Landscape heterogeneity is hypothesized to play a central role in the evolution of all living organisms 
including primates. Different landscape features can promote or inhibit gene flow between populations, thus 
influencing their genetic structure and, over the long-term, contributing to speciation. Landscape genetics, an 
emerging analytical approach that combines population genetics and landscape ecology, measures the 
effects of landscape features on gene flow using spatially explicit models. The landscape genetics approach 
attempts to detect genetic discontinuities and correlate them with landscape features, identifying barriers to 
gene flow and areas of increased or diminished permeability. Understanding how landscape heterogeneity 
influences primate population structure is particularly important in today’s rapidly changing environment and is 
not only crucial for primate conservation but also for informed studies of primate ecology and evolution. 
Speakers will present recent studies that use landscape genetics to address various questions within primate 
evolution, phylogeography, behavioral ecology, and conservation. We will conclude with a discussion of the 
various landscape genetics methods, applications and theoretical frameworks proposed outside of 
primatology and how they might enrich future studies of primate ecology and evolution. 
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